Supplementary Figure 3. Scatter plots show similarity in estimates of log2 fold change from
comparisons of expression levels between each treatment versus baseline and from testing for
treatment-specific with models that incorporate data from all three collections. A) Log2 fold
change estimated from a comparison of placebo/nab-paclitaxel versus baseline (y-axis) is
compared to log2 fold change from a comparison of expression in mifepristone/nab-paclitaxel
and placebo/nab-paclitaxel versus baseline. B) Log2 fold change estimated from a comparison of
mifepristone/nab-paclitaxel versus baseline (y-axis) is compared to log2 fold change from a
comparison of expression in mifepristone/nab-paclitaxel versus placebo/nab-paclitaxel and
baseline.
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