Supplementary Figure 1: Differentially abundant proteins between baseline and follow-up visits in both treatment arms combined.  A) Volcano plots displaying host proteins differentially abundant between each visit using one-way repeated measures ANOVA with Tukey’s correction for multiple comparisons. B) Hierarchical clustering of differentially abundant proteins (p adjusted <0.05). Overabundant proteins are represented in red and those that are underabundant are represented in blue. Arm, visit dates, and condom use in the past 30 days are shown.









Supplementary Figure 2: Vaginal microbial proteome in adolescents using dapivirine or placebo vaginal rings. Taxa proportion plot of each individual in the trial. Lactobacillus is displayed to the species level for the two most abundant species detected, L. crispatus and L. iners. Microbiome groups are indicated on top of the graphs. Both treatment arms and all visits are combined.





Supplementary Figure 3: Functional microbiome proteins do not group by condom use. Heatmaps showing count for bacterial proteins identified in the fructose and mannose metabolism and aminoacyl-tRNA biosynthesis pathways. Condom use data in the past 30 days is overlaid.
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